Journal of Pathogen Biology Feb. 2026.

2026 4F 2 H % 21 55 2 W
Vol. 21,No. 2

DOI.:10. 13350/j. cjpb. 260226

.é%i_.

ERELEEDdREEYFEMNERNHMESNR
TR
(J"EKERFKZMR S B, A& BT 524000)

24 T 1= 5 28 e By 42 T I 5 SRR 2 0 2 R A T S TS 24 A Y R 5 B S B A 1 TR AR ) M A R E R R
il 5K 46 R B8 O R B R S L ST AR M A R N A A A I D A S R 2 T 4 A R A A e
AR F LT A JE Y A0 M0 0 2%, S BBCHE A o AL AE B TR R0 M - - T TR A A S8 DA BR 5 R R TR TE AL R e
B35 % 58 O W R L BB S LA PCR 4 5 PR 2L 00 45 40 R D00 B R 3 iod 22 B AR M A 48 T M A5 i 5 5 BB 2% 1 O 5%
PR B8 b B | 2o T T 24 T 7 5 4 DG S 37 St IR I e DX ) T £ 0 B ) A R . R AR S BRI IE L X AR R T i
B2 T B2 e S 2 RS Ve 7 45 R ) O BT 2 A AR AR IR AR

B I e e A T < S 2 s WU AA R 5 T 25 05 00 TR W R s 2k

SRR A 1673-5234(2026)02-0269-05

[Journal of Pathogen Biology. 2026 Feb, ;21(02):269—273. ]

Construction and application of a Pathogen Biology monitoring system in hospital infection management
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Current hospital infection prevention and control face practical challenges such as the prominent diversity of
pathogenic microorganisms and the continuous enhancement of drug resistance. The pathogen biology monitoring system
is the core technical support to overcome these difficulties. Practice has shown that the construction of this system needs
to be promoted collaboratively from three dimensions: At the basic level,an interdisciplinary collaboration team should be
established,a monitoring network covering the entire cycle of patient diagnosis and treatment should be built, data
standardization management should be realized,and a complete closed loop of "monitoring-analysis-intervention-feedback"
should be formed; At the technical level,on the basis of optimizing traditional culture and identification methods, molecular
detection technologies such as PCR and whole-genome sequencing should be actively introduced, and the monitoring
efficiency should be improved through multi-technology integration; At the practical level, it is necessary to focus on key
scenarios such as infection outbreak disposal and multi-drug resistant bacteria prevention and control, while promoting the
collaborative construction of regional monitoring networks. Verified by years of practice, this system can significantly

improve the precision prevention and control capabilities of hospital infections and provide a solid guarantee for medical

safety.
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