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Objective To investigate the distribution characteristics of pathogens causing osteoarticular infections in
children, the drug resistance and resistance gene carriage of Staphylococcus aureus,and to analyze the correlation between
serological index levels and the type and load of pathogenic infections,so as to provide a reference for clinical diagnosis,
treatment,and prognosis evaluation.  Methods A total of 95 children with osteoarticular infections admitted to our
hospital from July 2020 to June 2025 were selected as the research subjects. Synovial fluid or blood samples were collected
for pathogen isolation and identification. The Kirby-Bauer (K-B) method was used to detect the resistance of S. aureus
to 10 antimicrobial agents,and PCR was used to detect the carriage of resistance genes in methicillin-resistant S. aureus
(MRSA). Meanwhile, the serum levels of PCT, CRP, and ESR in children were measured. Differences in serological
indices were compared between groups with different pathogenic infections [ Gram-positive bacteria vs. Gram-negative
bacteria, MRSA vs. methicillin-sensitive S. aureus (MSSA)]. Pearson correlation analysis was used to explore the
correlation between serological indices and pathogen load. Results A total of 95 pathogenic strains were detected from
95 children. Among them,Gram-positive bacteria was 75 strains (accounted for 78. 95%) ,mainly S. aureus (53 strains,
55.79%) ; Gram-negative bacteria was 18 strains (accounted for 18. 95%), mainly Pseudomonas aeruginosa (8 strains,

8.42%) ;fungi was 2strains(accounted for 2. 11% ), all being Candida albicans. Among the 53 S. aureus strains,the
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detection rate of MRSA was 28. 30% (15/53). The resistance rates of MRSA to oxacillin, cefazolin, clindamycin,
erythromycin, gentamicin, trimethoprim-sulfamethoxazole,and levofloxacin were significantly higher than those of MSSA
(P<C0.05). All 15 MRSA strains carried the mecA gene.and the carriage rates of ermC,ermA., tetM,aac(6)-aph(2),
and qnrA genes were 60% ,20% ,26. 67 % ,46. 67 % ,and 13. 33% ,respectively. The serum levels of PCT,CRP,and ESR
in the Gram-positive bacterial infection group were significantly higher than those in the Gram-negative bacterial infection
group (P<C0. 05) ;the serum levels of PCT and CRP in the MRSA infection group were significantly higher than those in
the MSSA infection group (P <C0. 05). Pearson correlation analysis showed that serum PCT., CRP. and ESR levels were
positively correlated with pathogen load (P <C0. 05), with CRP showing the highest correlation (»=0. 881).  Conclusion

Gram-positive bacteria were the main pathogens causing osteoarticular infections in children, with S. aureus being the primary
pathogenic bacterium. MRSA exhibits strong drug resistance and carries multiple resistance genes. Serum PCT,CRP,and ESR

levels can serve as important indicators for distinguishing different types of pathogenic infections and evaluating pathogen load,

which is of great guiding significance for clinical precise diagnosis and treatment.
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