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Analysis of etiological surveillance results of 350 children with diarrhea

DUAN Jin-qgi' s WU Xiao-pei' ; YANG Yun-tao' s HAN Bo' ,GAO Yan-fei' ,\ DONG Yan® (1. Zhangjiak-
ou University » Zhangjiakou 075000, Hebei ,China ;2. The First Hospital of Hebei Medical University)

Objective The etiological spectrum of diarrhea in children in Hebei Province and the tolerance of main
pathogenic bacteria to commonly used antibiotics were investigated. =~ Methods The case data of children under 5 years
old in representative hospitals in Hebei Province from January 2018 to December 2019 were selected as the research ob-
jects. The samples were cultured and the colonies were identified by automatic biochemical identification instrument. The
type of virus was detected by PCR. Result Pathogens were detected in 82 of 350 children, and the positive rate was
23.43%. Detection of pathogenic bacteria: 19 strains of Escherichia coli,11 strains of Salmonella ,2 strains of Campy-
lobacter ,1 strain of Shigella and 1 strain of Vibrio parahaemolyticus. Virus detection:Rotavirus 29 strains.norovirus 25
strains,adenovirus 5 strains,astrovirus 2 strains and zarovirus 2 strains. There were 48 cases of simple viral infection,21
cases of simple bacterial infection and 13 cases of mixed infection. The simple virus infection rate was 10.28% (11/107),
the simple bacterial infection rate was 4. 67 % (5/107) and the mixed infection rate was 2. 80% (3/107) in breast-feeding
cases;the simple virus infection rate was 15.23% (37/243) ,the simple bacterial infection rate was 6.58% (16/243) and
the mixed infection rate was 4.12% (10/243) in mixed feeding cases. The simple virus infection rate was 10. 53% (18/
171) , the simple bacterial infection rate was 4. 68% (8/171) and the mixed infection rate was 3.51% (6/171) in scat-
tered children;the simple virus infection rate was 6. 76% (30/179),the simple bacterial infection rate was 7. 26% (13/
179) and the mixed infection rate was 3.91% (7/179) in kindergarten children. The infection rate of simple bacteria was
6.98% (6/86),simple virus was 13.95% (12/86) and mixed infection was 2. 33% (2/86) in spring. The infection rate of
simple bacteria was 3.23% (2/62) ,simple virus was 8. 06% (5/62) and mixed infection was 3.23% (2/62) in summer.

The infection rate of simple bacteria was 5. 43% (5/92), simple virus was 14. 13% (13/92) and mixed infection was
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3.26% (3/92) in autumn. The infection rate of simple bacteria was 7. 27% (8/110) ,simple virus was 16.36% (18/110)

and mixed infection was 5.45% (6/110) in winter. The resistance rates of E. coli to chloramphenicol, tetracycline, ampi-

cillin, ciprofloxacin, trimethoprim sulfamethoxazole, cefoperazone sulbactam and imipenem were 26.32%, 36. 84 %,

47.379%,15.79%,10. 53%,0. 00% and 0. 00% , respectively. The antibiotic resistance of Salmonella was 18. 18% ,

27.27%,45.45%,9.09%,9.09%,0.00% and 0.00% respectively.

Conclusion In this study.diarrhea in children un-

der 5 years old was mainly viral infection. Breastfeeding and scattered children are less infected than mixed feeding and

childcare children. The prevalence of infectious diarrhea in summer was lower than that in other seasons. E. coli and Sal-

monella were highly resistant to ampicillin and tetracycline.

GG children; diarrheas; pathogens
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