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Objective  The expression and purification of severe acute respiratory syndrome coronavirus 2 (SARS-
CoV-2) 3-chymotrypsin-like protease (3CL"™) and the preparation of 3CL" polyclonal antibodies. =~ Methods Transfor-
mation of recombinant plasmid pET28a-Proteinase_3CL-pro into Escherichia coli BL21(DE3),IPTG was used to induce
the recombinant protein expression,SDS-PAGE was used to analyze the protein expression after ultrasonic crushing. The
purification of the recombinant protein was made using Ni-NTA. The purified protein immune 4 ~ 8 weeks of healthy
mice to prepare polyclonal antibodies. Qualitative and quantitative detection through Western blot and ELISA.  Results

pro

The recombinant protein His-3CL" was highly expressed in the supernatant of recombinant bacteria, the molecular mass
unit is 33. 8ku. The preparation of polyclonal antibodies can be a specific combination of recombinant protein 3CL" ; The
antibody titer of serum polyclonal antibody was up to 1 : 204800. Conclusion 3CL"™ was successfully expressed in E.
coli ymice were immunized and polyclonal antibodies against 3CL"™ were prepared, this has laid a foundation for studying

the function of 3CL"™ and developing novel Coronavirus detection kits and therapeutic drugs.
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Fig. 2 Induced expression of recombinant protein His-3CL
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