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The status in the research of Brucella_vectored vaccine
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Brucellosis,its pathogen agent is Brucella,is one type of infectious diseases seriously endandering human
and animal health, this bacteria may induce the host to produce cellular, humoral and mucosal immune responses,it may
become ideal vaccine vector by means of moleculat modification and express many antigens of parasites and bacteria. These
Brucella _vectored vaccines include Neospoa caninum (rRB51-SRS-2/GRAT7) , Toxoplasma gondii (rRB51-GRA2/GRA6/
SAG2) . Mycobacteria tuberculosis (rRB51-hsp60)and Brucella (rRB51-SOD/GT/BCSP31/OMP). This article reviews the
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current status of the research on the construction and immune mechanism of Brucella vectored vaccines.
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TR LM D H A AT & % (B, meliteasis) 24 F i 7= A &5
(B. abortus) JERAGT G B (B. suis) .4 W52 R A € 3 (B.
ovis) R A B W (B. canis) AU Ak B A A B (B neo-
tomae) . B FH UG FE T VBT TG 8 T L 28 A8 MR E T L B A 8 T
Al DNA B 1 55 00 AT S e Fi B -
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A5V T A 5 TG B - K b 32 A B 5 MR 0K #UIK pBBRIMCS I
FI 2R BORE S, g b A 6 TGP A R e ol R I B S iy . S 89K
G A (GFP) & —FAEAE T s W R N i A= ) R DGR L 1
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4 2.5X10° CFU B 870 BALB/c Bl 7EVESTE 6 w /R il
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P4 i 20 2R 2L ik DNA B far 433 B B 130 F 11 A5 7245
2 HEREHEEEAABSHA

Rl 5 FE B (Toxoplasma gondii » Tg) 5& 5 & B9k 1 % IR
M, B UKL — P S T8 B T A2 R A0 RS L T 4 I B0
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BALB/c B, BoR MLiE 1gG M EEE R G 3~6 A $2 T, 72 450
J5i 6 R TR AR RS 6 JR] S MG A0 I R A R IFN-, Ik

Vemu-

kR FH I s T K 210" CFU A 8 [RGB S2308 R ik 47 I8k Y 2
dr AERE S 2 B4R R s BN Y 0 B R T R 100 AR e A .

Olsen 27 5@ 1 2 F i 51 7. 4 X 10 CFU # 4 RB51-
SOD/GT H 2 4 A B4, Bom i TE 1eG M EEHEME 4
~24 JHRT AEH RS 8 SR B AR S 20 JH W LA A
I B A% 4 il (PBMC) 1§ 5H, 7™ A K & IFN-v, i [ 48 i 4%
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