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The etiological characteristics of lung infection in patients with T2DM with active pulmonary tuberculosis
and the diagnostic value of CD64 and S100A9 detection

LIU Yi', XIE Yan-hong', ZHENG Ru-tian', QU Ying-ying®, L1 Yan® (1. Department of Infection,
Huizhou Central People’s Hospital , Huizhou »Guangdong 516001,China ;2. Guangzhou Jinyu Medical Laboratory Cen-
ter ,3. Department of Hospital Infection Management , Huizhou Central People’s Hospital) ™

Objective To investigate the etiological characteristics of patients with T2DM with active pulmonary tu-
berculosis complicated with pulmonary infection,and the diagnostic value of CD64 index and S100A9 for pulmonary bacte-
rial infection. Methods 75 cases of T2DM with pulmonary tuberculosis admitted to our hospital from June 2015 to No-
vember 2018 were selected,sputum specimens of the patients were collected and pathogenic bacteria were isolated and i-
dentified. According to the infection status.they were divided into infected group and non-infected group. The CD64 index
and S100A9 of the two groups of patients were compared. Logistic regression was used to analyze the influencing factors
of lung infection,and the ROC curve was used to analyze the diagnostic value of CD64 index and SI00A9 on lung bacterial
infection. Results Among 75 T2DM patients with active tuberculosis,56 cases (74. 67 %) were concurrently infected. A
total of 78 pathogens were detected, of which 36 were gram-positive bacteria and 42 were gram-negative bacteria. The
main infectious pathogens were 16 strains of Streptococcus pneumoniae, 15 strains of Klebsiella pneumoniae, and 14
strains of Staphylococcus aureus. The differences in fasting blood glucose,CD64 index and SI00A9 levels between the in-
fected group and the non-infected group were statistically significant (P <C0. 05). Logistic regression analysis showed that
fasting blood glucose,CD64 index and SI00A9 were independent risk factors for bacterial infection in patients with T2DM
and active tuberculosis. ROC curve analysis showed that the cut-off values of CD64 index and S100A9 for diagnosis of
T2DM with active tuberculosis patients with bacterial infection were 3. 24 and 12. 58 mg/mL, respectively,and the area
under the curve were 0. 809 (95% CI=0.714—0.904) and 0. 788 (95% CI=0.670—0.907). Conclusion The CD64
index and S100A9 are the risk factors for pulmonary infection in patients with T2DM with active tuberculosis. The CD64
index and S100A9 as diagnostic indicators have certain clinical differential significance.
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Table 1 Pathogenic bacteria infection
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Table 2 Comparison of baseline data of 2 groups
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Table 3  Analysis of the factors of bacterial infection
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