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Investigation on the bacteria distribution of nasopharyngeal site in patients with nasopharyngeal carcino-
ma

HU Wei-qun'?, CHEN Xiu-fen', HUANG Jin-giao' s MAO Lin-wei' s PAN Zhi-yong' . JIANG Yong-
wei' (1. Affiliated Hospital of Putian College s Putian 351100, Fujian »China ;2. Fujian Medical University) ***

Objective Bacteria distribution of nasopharyngeal site in patients with nasopharyngeal carcinoma were in-
vestigated, which plays a positive role in promoting the clinical treatment of patients with nasopharyngeal carcinoma.

Methods Samples of nasopharyngeal secretions were collected and the distribution of bacteria was analyzed by automatic
microbiological identification instrument. Agar dilution method was used to analyze the drug resistance of Staphylococcus
epidermidis and Streptococcus viridans. Mutation of drug resistance genes was analyzed by PCR amplification and gene
sequencing. Results From 2014 to 2019,112 strains were isolated from nasopharyngeal carcinoma patients. The num-
ber of strains isolated in each year were 8,13,11,16, 18 and 46, accounting for 7. 14%,11. 61%,9. 82%,14. 29%,
16.07% and 41.07% respectively. Among them, 39 strains of S. epidermidis and 17 strains of S. wiridans were the
dominant strains. The drug resistance rates of S. epidermidis to cefradine,roche, piperazine, cilixin, fudachin and cipro-
floxacin were 5.13% ,10. 26 % ,17. 95%,20.51%,23. 08% and 33. 33 % ,respectively. The drug resistance rates of S. wvi-
ridans were 5. 88% ,5.88%,17.65%,17. 65%,23.53% and 35. 29% , respectively. The mutation rate of gyrA gene in
ciprofloxacin resistant strains of Staphylococcus epidermidis and Streptococcus viridis was 100%. In S. epidermidis ,the
gyrA gene mutation sites included 107 bases (C—>G),251 bases (C—T),and 336 bases (C deletion) , with the mutation
rates of 53.85% ,38.46% ,and 7. 69% ,respectively. In S. wiridans,the gyrA gene mutation sites,including 243(C—>G)
and 260(G—T) ,the mutation rate were 66. 67 % and 33. 33% ,respectively. ~ Conclusion S. epidermidis and S. wviri-
dans were dominant bacteria in the nasopharyngeal flora of patients with nasopharyngeal cancer. Cefradine should be cho-
sen as the first choice in clinical treatment,but it should still be used reasonably. Resistance to ciprofloxacin in S. epider-

midis and S. viridans due to a gyrA gene mutation and the use of ciprofloxacin should be reduced.

x EESGNED N F#F AT R I H (No. 2019S3F008) .
we CENIMEE=D N M7 25 . E-mail: 1831414065@qq. com
G SRR 1967 B AR O BE e AR EE N, ST 07 1A < Sk SUMOR ST . E-mail: pjzhkd168134@163. com



e 234 -

R R OR A M F R E 20002 H 1T B 021
Journal of Pathogen Biology Feb. 2022, Vol.17,No. 02

QIEPAGD B nasopharyngeal carcinomasbacteria distribution;drug resistance; gyrA gene

TR 53 A7 155 B0 5 AL A f BR OC 3% % U0, A7 4l il
PR NAASTR R A B 78 A 2 52 W) b 988 o 1) 25 A A
R BARAE HIBL A oA B T, N AR A B A7 A 1 IE W B
T TE AL S i BE 7 e IR IS 2 7T B 2 J 1y 2% 1 B0
B R R AT SR T LB IR T A S
ARG, 510 P ST B B =S A DNA, A 2k
FRAE T 7™ A2 O 5 28 26 W o W] DA o i O 15 5% 50l
S o R MR NS TE 40 A 42 B A DT 52 W ik R ) A
R EBERRS . 53 A TR T LS Ao 5 0 iR A G
S DA PR Ak o 3 T 2 T R o R . B AR A
R LR G KB 22 | G MR 8 58 4 o) R PR IR
SR BN B IR IR SE AL U T B 2 T B
S MR 0 1 0 e RS Y L R I T P A T
AL Y 30%6-35%0, B £, fa Ak i Z 4
PRI 0t FRURRE % 5 5o W 8 5 B0 0 A S R e R e
Xt A A A R R

MRERE

1 HBETE

MR 4 T PR A 50 45 A LR ) >R 42 B 38 B W
WAPIAEAS B A TR B 5% AE 15 5 1 P A &2 REBILT A I
TR, 37 CHE % 48 h, SRAH 4 A sh & i %8 2 4%,
Bt & % FH Y 5 22 B R R (GPD 5 2% PHAE R 48 8 F
(GNTA-) , Xof Sk WA s A6 2 5 MR S 1 43 A1 G 100 6 47 2
JE
2 FERASNIE

VITEK-2 4 H 30 41 i 53 B R 50036 Tk H A=Y
e BN T M F 4 DNA 28GR 7 & . Tag DNA
R4 WG L T8 E Qiagen /A F] s DNA Marker 3K F
H A Takara /A A ; PCR =4 [ 7] & JE 52 Trans-
Gen A W) 23 ] s PCR 4 1 | B K BUAR X & T Bio-
Rad 2~ a8] IR VKA . H EF 5 Hair A F,
3 TS

SR FH BB s e vk A N 92 i 87 7] K AT | R 4% £ B K
0 25 W 0y SN TR R E . R 4l CLSI2017 2
SR AT TR 24 W v A O AR R AN (] v BE L B 256,128
64.32.16.8.4,2,1,0.5.,0.25,0. 125 mg/L, i1
PR B OB BB E 10" CFU/ml, WHL 1~2
pe] TR VB2 ol 380 5 A S [ e B e A 2R A B Al L TR B
BEA GRS IR, A4 CLST 2017 32 HUM 24 1 45 5
4 THZAEBERN

SR FH A TR JE PR 2H DNA 48 30 77 6 48 BCER B2 7 4
BREA | T 4R {0 B BR B 3K R 41 DNAL-20 CI-7F R .
gyrA B [ PCR ¥ ¥4 51 . L i 51 . CGCCG-

TATTTTGTATGGGATG; F iiF 51 #: GTTCCGT-
TAACCAGAAGGTT ;¥ i 377 bp; ¥ 1 I 0y A&
Z :DNA M 2 pl . Taq BEBE 1 pl. L TSI 1
pl \ANTPs 1 pl,PCR Mix 2.5 pl, JHK#NE E 25 ul,
P4 S AR PE 94 °C 2 min, A8 94 °C 30 s,1B K
56 °C 30 s, 4EfH 72 °C 45 5,30 MEFRJF .72 CLIE A
5 min, PCR F=¥)4: 1.5 Y0 35t JIR A58 16 Ha Uk, 358 11 1 1%
INE NGRS N
5 EAENF

alifb IE K38 =y, 1% 2 I Invitrogen AP H
AA RS 7, 35468 BLASTn 844 Hoxib 3 4 )%
gyrA FEP 1Y 45 7751, 431 55 R AR S 0

& R

1 BEREEEERBEESS

2014-2019 4F S M 987 2B 3 S WS 40 B T AR 112
P, B L 1, S WA RS A 5 0 TR R G4 AR 1
BAE S B AR EST 5 8.13.11.16.,18 F1 46 B, 431l
d 7. 14% .11, 61%. 9. 82% . 14. 29% . 16. 07% F1
A1.07 Yo Horh 3 Je w0 A BR A 39 bk FEGR (L BE BRI 17
TR Sy S WA 98 0 S M S A R R A AT ol

F1 BRBEREREDEHESHHER

Table 1 Bacteria distribution of nasopharyngeal site
in patients with nasopharyngeal carcinoma
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