TR R R A M F R E 20254 H 20 %5 4
Journal of Pathogen Biology Apr. 2025, Vol. 20.No. 4 e 411 -

DOI. 10. 13350/5. cjpb. 250401 o

5 2L 1 TR R SRR L B s e R 3 0 A

Rk LR R AR L ARIART, H e
(1. 5 T 22 B BRm B B LB AR 75 I 35110052, 78 P 27 g B Jim 15 I L 26 B 8 I 22 R

BH AT L R R AR R R R . Ak B 2020 4E 9 1 ~2023 4E 8 T 111 T 1
96 L A LI SR AL 55 B IR 92 44 filt 5 JL 28 o o B A . AR B 3B TR R O 7 R R WK A 4 S SR R A A (n =
A PR AT (n=51) . F i L7 I8 B R 2R Al 1 s i R ROk T 2 B R Logistic MIHAMT. &R KT L. 508
YA LY, SR JEERE T 1T A AR T B T F B AR 5 (1= 11. 205,31, 188, P<C0. 05), il & W 1T A AU AT 1 1] £ EE AL (0 =
19.802,24. 450, P<C0.05) , JE /KN L, 55 XF B A Eb o U 58 21 04T B g FOBLIBE AT 1 i 3 B8 48 41K (¢ = 24. 507,17, 336, P <<
0.05), &f*%l%’%uﬁ?&%%)%jér@ﬁﬁ%‘(zze 555.21.193,P<C0.05). 96 BiliiR i JLh 53. 13 %6 & 4 o 18 W #f 2k 4 . 3
T TT L TIT 3 2 6 1) o Bb 43500 45. 1096 .39, 22% .15, 69 % . AH L T AR 2 i 20 LA . R A s FR =1 4 S i 6 A
P AR 00 o5 B 8 i (XF =5. 498.6. 620, P<C0. 05), H. A% A (ALB) fl s 5k 11 (Ig) A K P Bk (0 =
4.500.5.914,P<C0.05), £ & Logistic [MIAZ5 R B AR (OR=1.732,95%CI ;1. 132~2. 650) \ALB(OR=0. 946,
95%CI ;0. 903~0.992) fll IgA 7K F(OR =0.923,95% CI :0. 867~0. 983) i 6 4~ A P fdi ¥4 & 5/ (OR=2. 057,
954 CI +1. 273~3. 325) Jp M 28 )L o 38 sl E SR T B2 i TR 26 (P<C0. 05) ., 538 AHEC TR L E W B LI E H
REG RS0 R ALB F1 IgA ARV 3 6 N A I A: R 5 75 D 0 S8 L T8 T B 2R 5 1 52 i R 3R
SO 17 3 140 T A7 5 S M TR

[CERARDE A 1673-5234(2025)04-0411-04

[ Journal of Pathogen Biology. 2025 Apr. ;20004) :411—414,420. ]

Analysis of intestinal microbiota imbalance and its influencing factors in epileptic children

ZENG Qinghuang', WEI Fengfang', XU Jinxia' , ZHENG Liping', LIN Lingmu’, XIAO Xu® (1.
Department of Pediatrics, Putian University Affiliated Hospital, Putian , Fujian, 351100, China ; 2. Department of
Child Rehabilitation Medicine , Putian University Affiliated Hospital) ***

Objective  To analyze the imbalance of intestinal microbiota in epileptic children and its influencing
factors. Methods From September 2020 to August 2023, 96 children with epilepsy admitted to our hospital were
considered as observation group,and 92 healthy children were considered as control group. The observation group was
assigned into a non imbalance group (7 =45) and an imbalance group (n=51) based on whether the intestinal microbiota
was imbalanced. The influencing factors of intestinal microbiota imbalance in epileptic children were analyzed using
multiple Logistic regression. Results At the phylum level,compared with the control group,the observation group had
higher abundances of Firmicutes and Proteobacteria phyla (+=11. 205,31. 188, P <C0. 05),and lower abundances of
Actinobacteria and Bacteroidetes phyla (t=19. 802,24. 450, P < 0. 05). At the genus level, compared with the control
group,the observation group had lower abundances of Bacteroidetes and Bi fidobacterium genera (t=24,507,17. 336, P
<£0. 05) yand higher abundances of Streptococcus and Escherichia genera (t=6.555,21.193,P<C0.05). Totally 53.13%
of 96 children with epilepsy experienced intestinal microbiota imbalance,and among them,the proportions of degree 1,11,
and III imbalance were 45. 10%, 39. 22% , and 15. 69% , respectively. Compared with the non imbalance group, the
proportions of disease duration of —=1 year and use of antibiotics within the past 6 months in the imbalance group were
obviously higher (X*=5. 498,6. 620, P < 0. 05),and the albumin (ALB) and immunoglobulin (Ig) A were obviously
lower (1=4.500,5. 914, P<C0. 05). Multiple logistic regression showed that disease duration (OR =1. 732,95% CI ;
1.132-2.650) , ALB (OR = 0. 946, 95% CI:0. 903-0. 992), IgA (OR = 0. 923, 95% CI ;0. 867-0. 983), and use of
antibiotics within the past 6 months (OR = 2. 057,95% CI ;1. 273-3. 325) were the influencing factors of intestinal
microbiota imbalance in epileptic children (P<C0.05). Conclusion Compared with healthy children, epileptic children
have abnormal intestinal microbiota results. The disease duration, ALB and IgA levels, and use of antibiotics within the

past 6 months are influencing factors for intestinal microbiota imbalance in epileptic children.
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Table 1  Comparison of dominant microbiota between control group
and observation group at the phylum level
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Table 2 Comparison of dominant microbiota between control group
and observation group at the genus level
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Table 3 Single factor analysis of intestinal microbiota imbalance
in children with epilepsy
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Table 4 Correlation analysis of blood index and intestinal microbiota
abundance in children with epilepsy
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Table 5 Multivariate Logistic regression analysis of intestinal
microbiota imbalance in children with epilepsy
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