. 262 -

TR AR OR A M F RE 202542 520 %5 2 W
5,

Journal of Pathogen Biology Feb. 202 Vol. 20.No. 2

DOI.10. 13350/j. cipb. 250226

BERERRESBREMERBERFNFRIE

XA LRE T I RAE R R R ILE ,iv%zb‘”
IR — ERN R R BE 2 e (I AR E 2R ) IR BT 25011852, B 7 B 2 e e 5 28 15 [E 2 M 2 o
3o IR KEEM B LB B B s 4. (AR 55— BE LR 2 B v A6 5 1)

P TR AR O A 1 T ) BV E S A B T R R G B L M R 1 4L RS T R B R
Tﬁ{ﬁ@ﬁfﬁ%%ﬁﬂﬂﬁ@ﬁéﬁ@fiﬂm T XS 41 7R 2 VL IA 5 2 S M 0 1 % 0 L 2 DDA O L AR SCER IR T M 3 4
2 VD o S e Y 5 D 4 % M TR A T 2 S L P T R R e R 1 8 9 WL 9 A A R e X
P T R 5 W T R R 5 S PG 5 £ 0

[CUIADE A 1673-5234(2025)02-0262-05

[Journal of Pathogen Biology. 2025 Feb. 20(02) :262— 266, inside back cover. ]

Research progress on the relationship between gut microbiota and infectious disease

LIU Meng', ZHANG Guoan®, GUO Qingwei’, LI Ran', DONG Xuan'., ZHAO Xianwei', ZHAO
Hongli' (1. Clinical Medical College, Shandong First Medical University (Shandong Academy of Medical
Sciences) s Jinan 250118,China ;2. Institute of Forensic Medicine and Laboratory Medicine ] ining Medical University ;
3. Children’s Hospital Affiliated to Shandong University ;4. Department of Gastroenterology , Shandong First Medical
University Affiliated Digestive Disease Hospital)

The gut microbiota is a complex microbial community that plays a crucial role in maintaining host health.
The composition and function of gut microbiota directly affect the host’s immune system and response to infection. The
intestinal dysbacteriosis is considered to be closely related to the pathogenesis of many infectious diseases. This article
reviews the impact of intestinal dysbacteriosis on infectious diseases, and explores the role of gut microbiota in host

immune response,which will help to understand the pathogenesis of infectious diseases and reduce the risk of infection.
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