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Distribution characteristics,drug susceptibility and risk factors of chronic pelvic inflammatory disease
WANG Tao,WANG Xiaobin, MA Chao (Obstetrics and Gynecology of Jiangyou 903 Hospital , Jiangyou
Sichuan ,621700,China) ***

Objective  To investigate the distribution characteristics of chronic pelvic inflammatory pathogens, drug
susceptibility and risk factors of chronic pelvic inflammatory disease. Methods A total of 317 patients with
reproductive tract infection in obstetrics and gynecology from August 2020 to October 2022 were selected as the study
objects. Among all patients, those who had been screened for chronic pelvic inflammatory disease were set as the
observation group (n=123), while those who had not been screened were set as the control group (n=194). Logistic
regression model was used to analyze the risk factors of chronic pelvic inflammatory disease. The bacteria were isolated
and cultured in patients with chronic pelvic inflammatory disease, and the drug sensitivity test was carried out on the
isolated pathogens. Results There were significant differences between the observation group and the control group in
age,pregnancy, delivery, number of abortion, sexual partners, hygiene habits, , history of intrauterine surgeryand other
baseline data (P <C0. 05). There was no significant difference in marital status, education level, contraception, drinking
history and smoking history (P, >>0.05). Binary Logistic regression analysis showed that age > 45 years old, pregnancy
=2 times,childbirth =2 times,abortion =3 times, sexual partner = 1, poor health habits, history of uterine surgery were
the risk factors for chronic pelvic inflammatory disease (P, < 0. 05). 162 strains of pathogenic bacteria were isolated
from 123 patients with chronic pelvic inflammatory disease, of which 68 strains (41. 98%) were gram-positive and 98
strains (60.49%) were gram-negative. The results showed that Staphylococcus aureus had no resistance to furantoin,

vancomycin and linezolid,and the resistance rate to penicillin G was the highest, followed by erythromycin and rifampicin.
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Coagulase negative Staphylococcus had no resistance to furantoin and vancomycin, and the resistance to penicillin G,

erythromycin, levofloxacin, rifampicin and cefazolin was the highest, followed by clindamycin. The resistance rate of

Escherichia coli to ampicillin was the highest, followed by cefzolin and cefotaxime. K. pneumoniae showed the highest

resistance to ampicillin, followed by ceftazidime and amikacin. Serratia marcescens had no resistance to amikacin and

imipenem,and the resistance rate to ampicillin was the highest, followed by ceftazidime and cefotaxime.

Conclusion

Age,pregnancy,delivery time, number of abortion, sexual partners, hygiene habits, and intrauterine surgery history are

risk factors for chronic pelvic inflammatory disease, and Staphylococcus aureus , coagulase negative staphylococcus, E.

coli yKlebsiella pneumoniae ,Serratia marcescens and other pathogenic bacteria are most common in patients with chronic

pelvic inflammatory disease. Easy to penicillin G,erythromycin, cefazolin and other drugs to develop resistance.
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