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Investigation of intestinal worm infection in dogs in Echinococcosis endemic area in Ganzi Prefecture,
Sichuan Province
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Objective To investigate the intestinal worm infection of domestic dogs in the Echinococcosis endemic area
of Ganzi Prefecture, Sichuan Province,and to provide reference for the prevention and control of zoonotic parasitic diseases
in local people. Methods In April 2023, fresh dog feces were collected from dog households in 18 natural villages in
four Echinococcosis endemic counties of Daofu, Baiyu, Dege and Shiqu, Sichuan Province, and DNA samples were
extracted. The 18SrRNA gene of the ribosome,the cox 1 gene of the mitochondria and the nad 1 gene were amplified by
PCR to identify the worm species. The product sequences were compared and analyzed in the NCBI database to identify

the worm species, and the worm detection rate in the feces of domestic dogs was calculated. Statistical analysis was
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performed using SPSS 26. 0 software (SPSS, Chicago., USA). The chi-square test was used to compare ratios or
component ratios at a significance level of a=0. 05. The Fisher exact test is used to compare data that does not meet the
requirements of the chi-square test.  Results 48 dog feces samples were collected from Daofu County,46 from Baiyu
County,49 from Dege County and 47 from Shiqu County. Parasite DNA was detected in 20 of 190 dog faeces,and the total
parasite detection rate was 10. 53%. There was significant difference in worm detection rate among dogs of different ages
(X*=8.839,P<C0. 05), the highest worm detection rate was 10. 87% (10/53) in dogs aged 5 to 10 years. Parasites
detected included Toxascaris leonine 4. 74% (9/190),Uncinaria stenocephala 2. 63% (5/190), Chronogaster typical

05% (2/190), Trichostrongylus ophiformis 1. 05% (2/190), Leidynema portentosae 1.05% (2/190), Aspiculuris
tetraptera 1.05% (2/190), Diplogasteroides luxuriosae 1.05% (2/190) and Oesophagostomum nematodes 0.53% (1/
190). No Echinococcus sp. DNA was detected in 190 dog faeces. The difference of species detection rate was statistically
significant (X*=21.22,P<C0.05). Two kinds of worms were detected at the same sample in 10% (2/20). The detection
rate of fecal worm in domestic dogs was 14.29% (7/49) in Dege County,12.77% (6/47) in Shiqu County,10.42% (5/
48) in Daofu County and 4. 35% (2/46) in Baiyu County. There was no statistical significance between the detection rates
of different sampling area (X* = 3. 851, P = 0. 415).
stenocephala in four counties (X*=8.439,P <C0. 05), the highest detection rate was 8. 16% (4/49) in Dege County.

There was significant difference in the detection rate of U.
Conclusion In the endemic areas of Echinococcosis in Ganzi Prefecture, Sichuan Province, there were various worm
infections in the intestinal tract of domestic dogs.and the detection rate was high in some areas.although the infection rate

of Echinococcus sp. was 0. Local residents still have a certain risk of infection of canine parasitic nematodes.
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Table 1 Sequences of the primers and amplicon lengths
of PCR products of target genes
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. . -
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FP.5-GTTTTTGGCTGCCGCCAGAAC
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Table 2 Canine fecal parasite DNA detection results of domestic dogs
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KRS s 4 9 4,74 1.70-7. 80
Bl Ter s 5 2,63 0.34.90
SR EH LM 2 105" 0.00-2. 50
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Table 3 Infection of dogs that tested positive for fecal worms
A i B \‘iﬂ SH"VE
i 5 REEM A B2 5 AL A
N . Deworming regulated
Age Sex Go to pasture or not
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Parasite c
0~5 ~10 >10 .
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0 5 0 2 ot 6 2 1 6 3 7 2 9 0
B F £ 1 3 1 4 1 3 2 3 2
W I 6 [ 2% 1 1 0 2 0 1 1 2 0
Chronogaster typical 0 2 0 1 1 1 1 2 0
Leidynema portentosae 0 1 0 1 0 0 1 0 1
Y 35 7 £k ol 0 1 0 1 0 1 0 1 0
Diplogasteroides uzxuriosae 0 1 0 1 0 1 0 1 0
o AR EE Y 0 1 0 1 0 1 0 1 0
Al 7.02%" 18.87%" 8.71%" 8.93%° 22.73%°  10.40%° 10.77%° 10.24%°¢  12.50%°
Total (8/114) (10/53) (2/23) (15/168) (5/22) (13/125) (7/65) (17/166) (3/24)
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TGt 2#E X (P>0.05),

3 AEEREERAKHER
ARPEEREZRRKBHEZE 48, HEH 46
By ARG EL 49 3 RN A7 UE B 47 Gy, PU XK H I S e 2%
HORTE R AR SR I R Z A BRI 22 B (X =
3.851,P=0.415), Hrp R FE % A b R 1A% B
14.29% (7/49) AR H HURD Ry B 15 40 ) 25 o 5 o 38 BLAG:

RN 12,77 % (6/4T) Pu i st b Sy i =5 ol £ e E P
BA RN 10, 42% (5/48) , AL 3 du Fl oy i JE B R 2
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Table 4 Comparison of intestinal worm infection in dogs in different counties

£i %4 Shiqu H % £ Baiyu i B Dege 8 2 B Daofu 47T Total

Piﬁw SEEAC)) 95% Hrth ) 95% SEEAC)) 95% Hrth ) 95 SEEAC)) 95%

Positive rate Cl Positive rate CI Positive rate CI Positive rate CI Positive rate Cl
LB 8.51°(4/47)  0.20-16.80  4.35°(2/46)  0.00-10.50  4.08(2/49)  0.00-9.80 4,17°(2/48)  0.00-10.50  4.74(9/190)  1.70-7.80
e 4 2.13(1/47)  0.00-6.40 0(0/46) 8.167(4/49)  0.20-16.10 0(0/49) 2.63(5/190)  0.3-4,90
i I B R 4 ol 000/47) 000/46) 000/49) 4,17°(2/48)  0.00-10.50 05(2/190) 00-2. 50
Chronogaster typical 000/47) 0(0/46) 2,04°(1/49)  0.00-6.10  2.08°(1/48)  0.00-6.30  1.05(2/190)  0.00-2.50
Leidynema portentosae 000/47) 0(0/46) 000/49) 2.08°(1/48) 0.00-6. 30 0.53(1/190) 0. 00-1. 60
LES WA 0(0/47) 0(0/46) 0(0/49) 08°(1/48)  0.00-6.30  0.53(1/190)  0.00-1,60
Diplogasteroides luxuriosae 2, 13°(1/47) 0, 00-6. 40 0(0/46) 000/49) 000/48) 0.53(1/190) 0. 00-1. 60
BHEOL R 000/47) 000/46) 0€0/49) 2.08°(1/48)  0.00-6.30 0.53(1/190)  0.00-1.60
A1 Total 12.77(6/47)  2.90-22.70 £.35(2/46)  0.00-10.50  14.29(7/49)  4.10-24.40  10.42(5/48)  1.50-19.40  10.53(20/190) 6.10-14.90

Ea b FREARH R ERAEIEELP<0.05) , FHMFAERERELTFELP>0.05) c BREFEETFELHRMHHEEFOTEIT#E L (P>0.05).
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