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Expression and significance of miR-182 and miR-199b in serum of patients with incision infection after
spinal surgery

ZHENG Lipeng' , HE Peifeng' . ZHOU Qinzhong', YE Fei', KANG Jianping', YUAN Hao', CHEN
Zan' ,LUO Guoxing® ;s NING Wenjie’ , FENG Daxiong' (1. Department of Orthopedics A f filiated Hospital

of Southwest Medical University s Luzhou » Sichuan 646000, China ;2. Department of Orthopedics.Yibin Fifth People’s
Hospital) "™

Objective To investigate the expression and significance of microRNA-182 (miR-182) and microRNA-
199b (miR-199b) in the serum of patients with incision infection after spinal surgery. Methods A total of 116 patients
with incision infection after spinal surgery in our hospital from March 2017 to December 2022 were collected as the infec-
tion group,in addition, 116 patients without infection after spinal surgery in our hospital were included as non infection
group; the serum levels of miR-182 and miR-199b were measured by real-time fluorescence quantitative PCR (qRT-PCR)
automatic microbial identification instrument was applied to identify pathogenic bacteria; pearson was applied to analyze
the correlation between serum miR-182, miR-199b levels and inflammatory factors TNF-a, I[.-10, and 11.-8 levels; and
multivariate Logistic regression was applied to analyze the influencing factors of postoperative incision infection in patients
undergoing spinal surgery. Results A total of 178 strains of pathogenic bacteria were detected in the infection group.in-
cluding 56(31. 46 %) gram-positive bacteria,117(65. 73 %) gram-negative bacteria,and 5(2. 81 %) fungi;the levels of ser-
um inflammatory factors TNF-a [ (15. 5642, 84) ng/L],1L-10 [ (4.1740. 81) pg/mL],and IL-8 [ (14.93+3.79) pg/L]
in the infection group were obviously higher than those in the non infection group [ (12.31%2.57) ng/L,(2.59=£0. 37)
pg/mL,(7.24+2.18) g/L] (P<C0.05) ;compared with the non infection group [ (1.28%£0.37),(1.35%0.35) ], the ser-
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um miR-182 level (2.04740.56) in the infection group was obviously higher, while the serum miR-199b level (0. 76 =

0.32) was obviously lower (P<C0. 05) ;pearson correlation analysis showed that there was a positive correlation between

serum miR-182 level and inflammatory factors TNF-a,I1.-10,and I.-8 levels in patients with incision infection after spinal

surgery (P<C0.05),the level of miR-199b was negatively correlated with the levels of inflammatory factors TNF-a, IL-
10,and IL-8 (P <C0. 05) ;multivariate Logistic regression analysis showed that high levels of miR-182, TNF-a,IL.-10,and

1L-8 were independent risk factors for postoperative incision infection in patients with spinal diseases, while high level of

miR-199b was independent protective factors for postoperative incision infection in patients with spinal diseases (P <<

0.05).

Conclusion The serum miR-182 level in patients with incision infection after spinal surgery is obviously up-reg-

ulated, the serum miR-199b level is obviously decreased, both are associated with postoperative incision infection in pa-

tients with spinal diseases.

GG | spinal surgery;incision infection; micro RNA-182; micro RNA-199b
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Table 1  Primer list
IR/ LT 51
Primers Base sequence

5'-CGTCCTTTGGCAATGGTAGAACTC -3’
5'-GCAGGGTCCGAGGTATTC-3'
5'-CCCAGTGTTTAGACTATCTGTTC-3'
5'-CAGTGCGTGTCGTGGAGT-3'
5'-CGCTTCGGCAGCACATATACTA-3'
5'-CGCTTCACGAATTTGCGTGTCA-3'

miR-182 1F i 5| ¥
miR-182 &[] 5| )
miR-199b iF [1] 51 ¥
miR-199b [ [ 314
U6 It i 519
U6 Jz 1 514
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miR-182 . miR-199b /K ¥ 5 & 4 [H § TNF-a, IL-10,
IL-8 A R £ 1 & Logistic [ol I3 40 by /8 & A ki
SVRFTF ARG U R i R K . Ll P<<0.05 k%
FAGI R L,

& =

1 BEASRBEVIORPEFREESG

YL 116 1) B ALK 50 e R TR 178 Bk
Hh 2 VT 56 Bk (31,46 %), B B METE 117 B
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Table 2 Comparison of general information between non infection
and infection groups

ka1 &) Yl
A (11.:116‘) (‘71:1.16) e »
Ttem Non-infection infection
group group
() 43.74£6.29 14, 82+6.63 1.273 0.204
i 65(56.03) 64(55.17)
51 " ) - 0.017 0.895
biq 51(43.97) 52(44.83)
£ 34(29.31) 37(31.90)
R S () 0.183 0. 669
& 82(70.69) 79(68.10)
N i 10(34,48) 43(37.07)
BLE L () ” 0.169 0,681
Ea 76(65.52) 73(62.93)
i 45(38.79) 46(39.66)
REZRFLGD 0.018 0,893
& 71(61.21) 70060, 34)
i 18(15.52) 20(17. 24)
BEAEF A 8 (B = 0.126 0.723
B 98(84. 48) 96(82.76)
I# 38(32.76) 40(34.48)
- I 35(30.17) 36(31.03)
PIIsES 0.410 0.939
[ 28(24.14) 24(20.69)
VA 15(12.93) 16(13.79)
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FAWA ) 0.360  0.948
’ Wi 27023.28) 26(22.41)
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A5 B (kg/m?) 24,3543.87  24.51+3.92 0313 0.755
FARBE (h) 1.6540.52 1.71£0.56 0.846 0. 399
Ao i (mlL) 726.852195. 74 764.954+241.67  1.319 0.188
e i () 8. 4642, 67 8.624+2.83 0.443 0.658
TNF-a(ng/L) 12.3142.57 15.564+2.80 9,139 0. 000
1L-10(pg/mL) 2.5940.37 4.1740.81 19.110 0. 000
1L-8(pg/L) 7.24£2.18 14.9343.79  18.943 0. 000
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Table 3 Multivariate logistic regression analysis of the influencing
factors of postoperative incision infection in spinal patients

Inﬂ%jeurlxﬁcfilor SE Wald X*  OR 95%ClI P
miR-182 0.932  0.326 8.169  2.539 1.340-4.810  0.004
miR-199b -0.637 0.218 8.532  0.529 0.345-0.811  0.003

TNF-«a 0.771 0.275 7.870  2.163 1.262-3.708  0.005
1L-10 0.671  0.281 5.709  1.957 1.128-3.395  0.017
1L-8 0.715  0.319  5.029  2.045 1.094-3.821  0.025
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