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Research advance of subtilisin-like protease-1 in Apicomplexa
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[ Abstract]

The subtilisin-like protease-1 is a essential protease for the majority of apicomplexa,and SUBI is widely in-

volved in multiple life activities,including adhesion, invasion., replication and egress. According to previous research, the

SUBLI is a serine protease that has highly specific catalytic domain and associated with motility and virulence of the para-

sites. We summarizes the structure and function of SUBI in Apicomplexa.
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