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Expression of FABP4 and GRP78 in serum of patients with sepsis and their correlation with intestinal flo-
ra imbalance

LIANG Yapeng' ,ZHANG Hao',CAI Huazhong',JIA Jue' , XU Meiling”® (1. Department of Emergency
Affiliated Hospital of Jiangsu University s Zhenjiang 212001, China ;2. General Department ,Jianhealth Road Com -

munity Health Service Center,Jingkou District)

Objective To investigate the expression of fatty acid-binding protein 4 (FABP4) and glucose regulatory
protein 78 (GRP78) in the serum of patients with sepsis and their correlation with intestinal flora imbalance. ~ Methods
From January 2020 to December 2022,76 patients with sepsis who were treated in our hospital were grouped into mild
group (n=23) ,moderate group (n=32) and severe group (n=21) according to the severity of the disease. At the same
time,another 76 outpatients with general data matching with sepsis patients were selected as the control group. The di-
versity of intestinal flora,the contents of intestinal flora and the levels of FABP4 and GRP78 in serum were compared;
Spearman method was applied to analyze the correlation between serum FABP4,GRP78 levels and ACE index,Chao index
and Shannon index in patients with sepsis.  Results The ACE index,Chao index,Shannon index, contents of bacteroid
and bifidobacterium in severe group, moderate group, mild group and control group increased gradually (F =37, 962,
40.615,68.678,63.094,84. 450;all P<C0.05) ,the contents of Enterococcus ,Escherichia coli and Staphylococcus and the
levels of FABP4 and GRP78 in serum decreased gradually (F =44, 184,80. 371,116, 208,215. 582,234, 724;all P <<
0.05). Spearman correlation analysis showed that the levels of FABP4 (r=-0. 657,-0. 549,-0. 794; all P<C0. 05) and
GRP78(r=-0.549,-0.472,-0. 675;all P<C0.05) in serum of patients with sepsis were negatively correlated with ACE in-
dex,Chao index and Shannon index respectively.  Conclusion The levels of FABP4 and GRP78 in serum of patients with
sepsis are obviously increased, the intestinal flora is seriously out of balance, the levels of FABP4 and GRP78 in serum are
obviously correlated with intestinal flora imbalance,which affect the occurrence and progression of sepsis.
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Table 1 Comparison of intestinal flora diversity

EERTE S s ACE 881 Chao 5% Shannon 8§ %%
Index No. ACE index Chao index Shannon index
SER 76 237.59451.98  229.64+50.82 3.98+1.12
REMH 23 201.64449.63" 193.83+48.44°  2.65+0.97°
R4 32 162.12447.25" 151.77446.51"  1.9140. 64"
EHEA 21 121.92444.51"° 113.92+42. 96" 1.2240. 31"
F - 37. 962 40.615 68.678
P - 0. 000 0.000 0. 000

T E X IR A, P<C0. 055 5 IR AL AR, PP <C0. 055 S 4
Hed, ©P<<0. 05,

R2 BHEARHSIEBWIEER

Table 2 Comparison of intestinal flora content

T Tk KBBAE RAFH TR HHRE
Index No.  Enterococcus E. coli Bacteroid Bifidobacterium  Escherichia coli
WA 76 8.02£2.25 6.62+1.97 10,13£2,97 12,59+£3.12 2.65+1.31
REM 23 121744510 9.95+2,46° 7.84%1,82° 9,061, 75° 4,83+1.63°
BEA 32 16466917 14295443 525163 6. 77E149% 6,961, 87

BHEA 21 21434950 10,0646, 71°% 3. 14£1 12" 4,2541.32°% 9, 1442, 06°°
Foo- 44,184 80.371 63,004 84,450 116. 208
P 0,000 0,000 0. 000 0,000 0.000

A RA " P<0.05, SREARE. P<0.05; 5HEHLE. P<0.05,
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234.724,P=0.000) ) F iR 2N . W3k
3,

% 3 IniE FABP4 GRP78 7K F#y Lk 4%
Table 3 Comparison of serum FABP4 and GRP78 levels

b PN
a B FABP4 (pg/L) GRP78(ng/mL)

Index No.
popiikil 76 12.3444. 21 64.69+15. 64
RN 23 27.67+8. 86" 139. 8726, 48"
Al 32 48.934+11. 69 168. 83432, 57
EEA 21 60.87+16. 33" 217. 43445, 31"
F - 215. 582 234,724
P - 0. 000 0. 000

SR ALY P<T0. 055 SR AL LA, P<C0. 05; 5 i
A, P<<0.05,
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Table 4 Correlation analysis between serum FABP4 and GRP78
levels and intestinal flora disturbance in sepsis patients

e ACE #8 %5 Chao 8% Shannon $§ 1
i br ACE index Chao index Shannon index
Index

r P r P r P
FABP4 -0.657 0.000 -0.549  0.000 -0. 794 0. 000
GRP78 -0.549  0.000 -0.472  0.000 -0. 675 0. 000
51
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