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Research progress on detection technology of colistin resistance
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Colistin, produced by Bacillus sp. »is considered as the last line of defense against Gram-negative bacteria,
especially for multidrug-resistant (MDR) bacteria and carbapenem-resistant Enterobacteriaceae (CRE). Currently, three
injectable colistins are applied to in clinical use in China, which lead to an increased risk of resistance in Gram-negative
bacteria due to the pressure of drug screening. This article reviews current techniques for the detection of resistance to co-

listin and analyzes the application scenarios,advantages,and challenges of different techniques to provide a scientific basis

for the rapid detection of resistance to colistin.
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Fig.1 Milestones of colistin application and its resistance
gene emergence
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Table 1 The effectiveness,advantage and challenge of different detection technologies against colistin resistance in this review
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