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Cloning and expression of Acinetobacter baumannii Phage ZZ1 receptor binding protein gp37
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Objective The purpose of this paper is in order to further understand the interaction mechanism between
bacteriophages and host bacteria. The ZZ1 receptor binding protein gp37 of Acinetobacter baumannii bacteriophage was
cloned and expressed. = Methods Prokaryotic expression of bacteriophage ZZ1 recombinant receptor binding protein
gp37,and it was identified from molecular mass,antigenicity and function of ZZ1 adsorption competition interference.

Results After PCR amplified the ZZ1gp37 gene,the ZZ1 recombinant receptor binding protein gp37 containing the 6 His
tag was successfully induced. SDS-PAGE showed that the relative molecular mass of the expressed protein was about 140
X 10%. 0.5 mmol/L IPTG induces an increase in soluble protein expression overnight at 16 “C compared to 4 hours at 37
°C. Western blot showed that the purified protein can be recognized by anti-His tag antibody and mouse anti ZZ1 poly-
clonal antibody,respectively; The competitive adsorption test showed that the adsorption efficiency of ZZ1 against Acine-
tobacter baumannii ABO9V decreased by 39.5% compared with 63.5% in the control group in the presence of recombi-
nant ZZ1gp37 protein.  Conclusion The recombinant receptor binding protein gp37 of bacteriophage ZZ1 was success-
fully expressed,and the molecular weight, reactogenicity, and competitive interference on ZZ1 adsorption of the protein
met expectations,laying a foundation for the study of the interaction mechanism between bacteriophage ZZ1 and host bac-

teria.
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Fig. 2 Identification results of recombinant plasmids
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Fig.3 Induced expression and solubility analysis
of ZZ1 recombinant gp37 protein
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Fig.4 Western blot identification of purified recombinant
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