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Characteristics of intestinal microflora in hypertensive patients with pregnancy and its influence on
pregnancy outcome

WU Ying', LIANG Yuntai' , WU Yue’ ,DUAN Lihong' (1. Obstetrics Department of Shijiazhuang Fourth
Hospital (Hebei Key Laboratory of Maternal Fetal Medicine ), Shijiazhuang 050000, Hebei » China; 2. Internal
Medicine of Unit 66172 of the Chinese People’s Liberation Army) ™™

Objective  The characteristics of intestinal microflora, content of short chain fatty acids and adverse
pregnancy outcomes in patients with hypertensive disorder complicating pregnancy were explored. Methods 120
patients with hypertensive disorder complicating pregnancy admitted to our hospital in 2022 were selected as the subjects
of this study. They were divided into hypertensive disorder complicating pregnancy group,preeclampsia group and severe
preeclampsia group according to the severity of the disease, and 60 healthy pregnant women in the same period were
selected as the control group. The middle section of fresh feces of pregnant women were collected, bacterial DNA were
extracted »and the relative abundance of intestinal flora were analyzed by 16s rDNA high-throughput sequencing. The level
of short-chain fatty acids (acetic acid,propionic acid.butyric acid) s metabolites of intestinal flora in feces.was determined
by gas chromatography. Results The relative abundance of intestinal microflora of pregnant women in the comparative

study group and the control group, The relative abundances of Thickenkia, Actinomyces, Bacteroides, Trichospiridae,
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Bifidobacteriaceae, Bacteroides and Brutella in pregnant women with hypertensive pregnancy was significantly lower than
that of pregnant women in the healthy control group,while the relative abundance of Proteus was significantly higher than
that of pregnant women in the healthy control group. There was no statistical significance in the comparison of relative
abundance of Prevotella. The average levels of acetic acid, propionic acid and butyric acid, metabolites of intestinal flora in
pregnant women in the healthy control group, were (85, 13+ 2. 22) pmol/L, (28. 23+0. 89) pmol/L, (22. 99+0. 60)
pmol/L,the average level of pregnant women in pregnancy hypertension group was (79. 6142, 76) pmol/L, (26, 44+
0.99) pmol/L,(20.85%0.60) pmol/L,the average level of pregnant women in preeclampsia group was (75, 64 +£2.91)
pmol/L,(25.124+0. 98) pmol/L, (16. 7140. 61) pmol/L, the average level of pregnant women in severe preeclampsia
group was (70.0442.27) pmol/L, (23. 21£0. 85) pmol/L, (10. 7240. 58) pmol/L, the average level of acetic acid,
propionic acid and butyric acid, metabolite of intestinal flora of pregnant women in each group,was significantly different
(all P<<0.05). The level of short-chain fatty acids (acetic acid, propionic acid, butyric acid) in the metabolites of the
intestinal flora of pregnant women was positively correlated with the relative abundance of the intestinal flora of
Thickenkia, Actinomyces, Bacteroides, Trichospiridae, Bifidobacteriaceae, and Brucella (P < 0. 05), and negatively
correlated with Proteus (P <C0. 05). The levels of acetic acid and propionic acid were positively correlated with the
abundance of bacteroides in intestinal flora (P <C0. 05), The level of butyric acid was not related to the abundance of
bacteroides in intestinal flora (P>>0.05). The levels of acetic acid, propionic acid and butyric acid were not related to the
abundance of Prevotella and Prevotella in the intestinal flora (P >>0. 05). The premature birth rate, placental abruption
rate,and incidence of adverse neonatal outcomes in pregnant women with gestational hypertension, preeclampsia, and
severe preeclampsia were higher than those in the control group (all P<C0. 05). There was no difference in the incidence

of postpartum hemorrhage among different groups of pregnant women (P > 0. 05). Conclusion  The intestinal
microflora structure of pregnant women with hypertensive disorder complicating pregnancy has undergone significant
changes, with the relative abundance of Thickenkia, Actinomycetes and Bacteroides decreased,and the relative abundance
of Proteus bacteria increased. The level of short-chain fatty acids (acetic acid, propionic acid, butyric acid) of the
metabolites of intestinal flora decreased significantly,and the incidence of adverse pregnancy outcomes increased.
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