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The Formation and influencing factors of intestinal flora in early life

LIU Ben',CHEN Lin-shuang', YU Zheng-Jie' , GAO Xiao-yu' , CHENG Xue-ying'”, LUN Yong-zhi'
(1. Key Laboratory of Medical Microecology (Putian University) of Fujian Universities » Putian 351100, Fujian ,

China ;2. Department of Neurology , The Affiliated Hospital of Putian University)

The first 1 000 days from conception to the second birthday,known as "early life 1 000 days".is the most
plastic stage,the first critical period of growth and development,and the "window of opportunity" for the prevention of
adult chronic noncommunicable diseases. Different factors encountered during this critical period may influence gut
microbiota composition and thus later disease risk,such as specific diseases, metabolic disorders,atherosclerotic diseases,
and neurological diseases. This article mainly reviews the formation of intestinal flora in fetuses.neonates and infants
before 3 years of age,and the influencing mechanisms of factors such as gestational age,delivery mode, feeding mode, food

and antibiotics after birth.so as to lay the foundation for the treatment of related clinical diseases and provide new ideas

for the protection of human long-term health.
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