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Epidemiological status of brucellosis and research progress in vaccine
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[ Abstract]

Brucellosis is a chronic zoonotic bacterial infectious disease caused by Brucella infection. Its epidemic range

is almost all over the world, and it is highly contagious, which seriously affects public health and animal husbandry.

Therefore, The key of eliminating brucellosis is to control the epidemic of brucellosis, and vaccination is one of the

important measures to prevent and control brucellosis.

This article introduces the epidemic status of brucellosis and

brucella vaccines,and reviews the research progress of genetic engineering vaccines and other new brucellosis vaccines.
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