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Serum differential proteomics analysis of hepatic echinococcosis patients based on data-independent
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Objective To screen serum differentially expressed proteins (DEPs) of hepatic alveolar echinococcosis
(AE) patients based on data-independent acquisition (DIA) proteomics analysis, so as to provide insights into early
diagnosis of hepatic AE.  Methods Ten serum samples from patients with definitive diagnosis of hepatic AE and 10
serum samples from healthy volunteers were collected. Total proteins were extracted and subjected to sodium dodecyl
sulfate polyacrylamide gel electrophoresis ( SDS-PAGE ). The protein samples were characterized by liquid
chromatography with tandem mass spectrometry (LC-MS/MS), and the DEPs were subjected to GO term and KEGG
pathway analyses.  Results There were 99 serum DEPs between the hepatic AE patients and healthy volunteers,
including 41 up-regulated proteins and 58 down-regulated proteins. Venn analysis revealed 38 serum DEPs between
hepatic AE patients and healthy volunteers,including 8 up-regulated proteins and 30 down-regulated proteins. In addition,
GO term analysis of the serum DEPs between hepatic AE patients and healthy volunteers were enriched in 23 biological
processes, 20 cellular components and 21 molecular functions,and KEGG pathway analysis revealed that the serum DEPs
between hepatic AE patients and healthy volunteers were all enriched in complement and coagulation cascades.

Conclusions The serum DEPs profiles of hepatic AE patients and healthy volunteers have been preliminarily established
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based on DIA,and these DEPs are all involved in complement and coagulation cascades.
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Fig. 1 Identification of serum fromalveolarechinococcosis patients
and healthy volunteers by SDS-PAGE
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Fig. 4 Cluster analysis of serum differentially expressed proteins between
alveolarechinococcosis patients and healthy volunteers
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AE-vs-CON(Down): Top 30 GO Term
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