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Analysis of infection and drug sensitivity of multi-drug resistant bacteria in scalded patients
HAN Fengl ,XIE Xiao-fan® (1. Yancheng Institute of Technology ,Yancheng 224000, Jiangsu sChina ;2. PLA Air

Force Characteristic Medical Center , Burn and Plastic Surgery) ™

Objective To analyze the distribution and drug resistance of multi drug resistant bacteria in burn and scald
patients’ wards. Method The samples of wound secretion, blood, middle urine, sputum and venous catheterization were
collected for bacterial culture,isolation and identification. The K-B disk agar diffusion method and the minimum inhibitory
concentration (MIC) method were used for drug sensitivity test. The drug resistance genes of MRSA were detected by
PCR amplification. Result There were 212 strains of multidrug-resistant bacteria in this study, of which 149 strains
(70.28%) were from wound secretion samples, 33 strains (15.57 %) were from blood samples,12 strains (5. 66 %) were
from sputum samples,7 strains (3. 30%) were from middle urine samples,5 strains (2, 36 %) were from venous catheter
samples,and 6 strains (2. 83%) were from other samples. Among the 212 strains of multi drug resistant bacteria, there
were 64 strains of S. aureus,52 strains of multi drug resistant P. aeruginosa ,43 strains of E. coli, 11 strains of K.
pneumoniae » 10 strains of A. baumannii ,6 strains of P. mirabilis,4 strains of lactamase cloacae and 1 strain of entero-
coccussand 21 strains of other enterobacteriaceae. The S. aureus to vancomycin and teicoplanin was sensitive,and the re-
sistance to erythromycin, ciprofloxacin, gentamicin and cotrimoxazole were 79. 69% ,56. 25% ,59. 38% and 39. 06% re-
spectively. The P. aeruginosa to tegacyclin was sensitive,and the resistance to ciprofloxacin,amikacin,gentamicin, mero-
penem and imipenem were 44, 23% ,17.31%,59.62% ,30.77% and 34. 62% respectively. The E. coli to tegacyclin was
sensitive,and the resistance to ciprofloxacin, amikacin, gentamicin, meropenem and imipenem were 58. 14%.,9. 30% ,
69.77%,39.53%,6.98% and 9. 30% respectively. Among the 64 strains of S. aureus .58 strains carried mecA resistance
gene, 34 strains carried aac (6") / aph (2'") resistance gene,25 strains carried aph (3) - [l resistance gene,44 strains car-
ried ermA resistance gene,31 strains carried ermC resistance gene and 27 strains carried tet M resistance gene. Conclu-

sion The multidrug-resistant bacteria in this study were mainly distributed in wound secretion samples,among which the
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top pathogens were S. aureus ,P. aeruginosa and E. coli. Vancomycin and teicoplanin had better effect on multidrug-re-

sistant positive bacteria,and tegacyclin had better effect on multidrug-resistant Gram-negative bacteria. However,it is not

suitable to be used as a first-line drug because of its large side effects.
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Table 2 Drug resistance analysis of main multi drug resistant bacteria
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