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Epidemiological study on Staphylococcus aureus

DING Xin-ling, LI Man (School of Basic Medical Sciences, Chifeng University, Chifeng 024000, Inner inner
Mongolia ,China) ™

Objective To understand the drug resistance of Staphylococcus aureus to antibiotics,so as to provide basis
for clinical anti infection treatment. Method The sputum, secretion, pus, blood and other clinical samples of outpatients
and inpatients in a third class hospital from January 2018 to December 2020 were collected, tested and isolated to obtain
S. aureus ,the drug sensitivity test of 14 antibiotics was carried out with AST-GP67 drug sensitivity identification card.
MRSA was determined by cefoxitin disk K-B agar diffusion method, the drug resistance gene of MRSA were detected and
analyzed by PCR. Result From January 2018 to December 2020,517 strains of S. aureus were isolated from clinical speci-
mens,among them,211 strains (40. 81%) came from sputum specimens,90 strains (17.41%) came from pus specimens,
75 strains(14. 51%) wound secretion specimens,71strains (13.73%) came from blood samples, 16 strains(3.09%) came
from vaginal secretions,13strains (2.51%) came from urine samples,12 strains(2. 32%) came from drainage fluid sam-
ples,7 strains (1. 35%) came from catheter tip specimens, 5 strains(0. 97%) came from prostatic fluid specimens, 17
strains(3. 30 %) came from other parts specimens. 257 strains MRSA were detected, accounting for 49. 71% of S. au-
reus. The detection rate was 53.92% (110/204 strains) in 2018,45. 77 % (65/142 strains) in 2019 and 47.95% (82/171
strains) in 2020. Among the 14 antibiotics tested,the drug resistance rates of penicillin and erythromycin were the high-
est,and the sensitivity rates of nitrofurantoin,vancomyecin,linezolid, teicoplanin and quinoptin / dafuptin were the highest,
all of which were 100%. There were significant differences in the carrying rates of mec A tet M.aac(6') /aph(2') .aph3'-
Il and gac A/B between MRSA and MSSA components (P <C0. 05). Conclusion The detection of MRSA strains in
clinical isolated S. aureus is relatively high,and the fluctuation of detection ratio in the past three years is small. In the
clinical treatment of S. aureus infection, antibiotics should be standardized according to the results of drug sensitivity
test,and the drug resistance monitoring of MRSA should be strengthened to delay the emergence of drug resistance of S.

aureus.
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Table 1 Drug resistance rate of S. aureus to commonly
used antibiotics in clinic

S— B MRSA HBLLUA Bl 35 FI S P A 25 74 19 A
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Table 2 Detection of MRSA and MSSA resistance genes

SA(n=200) MRSA(z=100) MSSA(z=100)
RARE L R BIEE L BEE
Drug resistance LS (%) B bk (%) B %) P
gene ) Carryin; ) Carryin; () Carryin,
Strains Y8 Siraing Y Sirains yng
rate rate rate
mecA 100 50,00 100 100. 00 0 0.00 0.00
tetM 76 38,00 45 45,00 31 31,00 0,04
aac(6') /aph(2") 71 35.50 43 43,00 28 28,00 0.03
aph3”- 1l 50 25.00 333300 17 17.00  0.01
ermA 109 54,50 61 61.00 48 48.00 0.07
ermC 78 39.00 42 42,00 36 36. 00 0.38
qacA/B 97 48.50 56 56. 00 41 41,00 0.03

2018 4 2019 4 2020 4F

Tif 24 fif 24 % fif 24 %

b B D
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rate rate rate

k&R 125 61.27 73 51,41 103 60. 25
HHE 200 98.04 139 97.89 169 98.83
EUIR N 89 43.62 75 52. 82 88 51. 46
AR 3 162 79.41 116 81.69 144 84.21
IIE7SS 122 59.80 72 50.70 72 42,11
RREE 106 51.96 61 42.96 91 53.22
Vg 28 13.73 33 23.24 42 24.56
FI P 85 41,67 69 18. 59 90 52.63
IR 96  47.06 79 55.63 77 45.03
BERT 0 0.00 0 0.00 0 0.00
T il Y e 34 16,67 25 17.61 35 20. 47
I 2 e e 0 0.00 0 0.00 0 0. 00
VTS 0 0. 00 0 0.00 0 0. 00
M T /AR 0 0. 00 0 0.00 0 0. 00
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