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Clinical characteristics and therapeutic effect of multiple myeloma complicated with invasive fungal
infection

MAOQO Pei-pei, QIAO Sha, HE Ying (Department of Hematology, Nanyang Central Hospital . Nanyang
473000, China) ™

Objective To investigate the clinical characteristics of multiple myeloma complicated with invasive fungal
infection and the efficacy of commonly used fungal antibiotics. Methods The basic data of the patients participating in
this study were retrospectively analyzed,and the incidence rate,infection site, clinical symptoms and pathogenic detection
of patients with multiple myeloma complicated with invasive fungal infection were analyzed. The therapeutic effect and
adverse reaction rate of micafungin treatment group and amphotericin B treatment group were compared and analyzed.

Results From January 2017 to December 2021, 21 of 518 multiple myeloma patients were complicated with invasive
fungal infection, mainly DS - [ , IgG- X Type A, 14 cases were suspected, 11 cases were G test positive. The five-year
average incidence rate of multiple myeloma complicated with invasive fungal infection is 4. 05% , and the incidence rate
from 2017 to 2021 is 2. 11%,2. 97%,5. 62% ,4. 46% and 4. 96% respectively,increasing year by year, with the highest
incidence rate in 2019. Among 21 patients with invasive fungal infection, 80. 95% were single organ infection, mainly
pulmonary infection. 95. 24 % patients had fever symptoms, and the clinical symptoms of patients with invasive fungal
infection in different parts were different. The secretion samples of 21 patients with invasive fungal infection were
collected. A total of 24 strains were isolated, mainly Candida albicans and Aspergillus. The detection rate of different
specimens was different,and the detection rate of sputum specimen was the highest, 71. 43%. Comparative analysis of
patients receiving micafungin and amphotericin B treatment showed that there was no significant difference between the
two treatment groups in terms of treatment effect (P>>0. 05),and there was a significant difference in the incidence of
adverse reactions between the two groups (P <C0. 05). Conclusion Multiple myeloma patients with invasive fungal

infection are mainly IgG-A The five-year average incidence rate was 4. 05% , mostly occurred in the lungs, mainly C.
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albicans infection. The effective rate of micafungin and amphotericin B in the treatment of multiple myeloma with

invasive fungal infection was higher than 70% ,and the adverse reaction of amphotericin B was higher than micafungin.
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Table 2 Comparison of data between micafungin group
and amphotericin B group
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Application of CRISPR in pathogen detection

ZHANG Xiao-yu, ZHANG Yu-bo, SHEN Fang-yuan, GE Xiao, L1 Meng, L1 Heng
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(Department of

C\Uie@d E The CRISPR/Cas system composed of clustered regularly interspaced short palindromic repeats (CRISPR)

and CRISPR-associated protein (Cas) is a unique autoimmune system of bacteria and archaea. When exogenous genes
invade bacteria, CRISPR can specifically recognize and use Cas protein to specifically cleave exogenous genes for self-
defense. Because of its high efficiency,specificity, high sensitivity and low cost, CRISPR/Cas system has broad prospects
in gene editing, agriculture, medicine, food and environment. In this paper, we introduce the principle, technical
characteristics and categories of CRISPR system, compare the advantages and disadvantages of various nucleic acid
detection tools based on CRISPR system,and summarize the application of CRISPR in metal ions. proteins, small molecule
detection, clinical diagnosis and treatment.
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