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Advances in immunological researches on fatty acid-binding proteins of parasitic helminthes
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(CNUHwed N Fatty acid-binding proteins (FABPs) are small molecular weight widely distributed from lower inverte-

brates to mammals. They are an essential carrier in the lipid metabolism of parasites and play an important role in host-
derived fatty acids uptake,transport and regulation of lipid metabolic. Carrying out research on parasitic helminth FABPs
will help to understand the distribution and relationship with host immunity,also provide help for the immunological diag-

nosis and prevention of parasitic diseases. This article reviews the immunological research progress in the study of para-

sitic helminth FABPs.
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