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Pathogenic spectrum and surveillance analysis of Hand, Foot and Mouth disease in Qiandongnan area of
Guizhou province, China,2017-2020
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for Disease Control and Prevention s Qiandongnan s Guizhou 556000, China ; 2. Department of Clinical Laboratory s The

First People’s Hospital of Guiyang ;3. Center for Disease Control and Prevention of Guizhou Province) ™™

Objective To analyze the pathogenic spectrum of hand,.foot and mouth disease (HFMD) in Qiandongnan
area of Guizhou province,China,during 2017-2020,and to understand the distribution and trend of pathogens in the region
in recent years. Methods A total of 3576 suspected HFMD cases were collected from 2017 to 2020 in Qiandongnan area
of Guizhou province. The enterovirus nucleic acids were detected using real-time RT-PCR and an enterovirus was identi-
fied and genotyped.including the major pathogen enterovirus A71 (EV-A71) . coxsackievirus A16 (CV-A16) ., coxsack-
ievirus A6 (CV-A6) and coxsackievirus A10 (CV-A10). A descriptive analysis of surveillance data was performed. Re-
sults From 2017 to 2020, there were 2 272 positive specimens (2272/3576,63.5%) from 3 576 HFMD samples submit-
ted for diagnosis in Qiandongnan area of Guizhou province,of which the pathogenic ratio of EV-A71 was 16. 6% ,CV-A16
was 16. 2% ,CV-A6 was 5. 9% ,CV-A10 was 0. 2% ,other untyped enterovirus (EVs) was 61.1%. In Qiandongnan area
of Guizhou province, most patients were males (n =2264,63. 3%). The majority of HFMD samples were children and
89.4% samples aged 1-7 years old from 2017 to 2020. Generally,the peak period of positive test was from April to June.
However, the epidemic trend of HFMD would be affected by COVID-19 pandemic in 2020.  Conclusion Other untyoed
EVs was the predominately causative agent of HFMD in Qiandongnan area of Guizhou province,China.during 2017-2020.
Moreover, EV-A71, CV-Al16,and CV-A6 were alternately spreading as the second dominant pathogen. In the future,
HFMD should be focused on ,and the epidemiological and virological surveillance should be strengthened in Qiandongnan
area of Guizhou province.
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Table 1 Detection of HFMD in Qiandongnan area
of Guizhou province,China,2017-2020
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AR 0 453 % g
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2017 787 55.4 4 0
2018 1181 58.0 12 1
2019 916 70.6 15 4
2020 692 72.8 9 0

&1t Total 3576 63.5 40 5
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Table 2 Demographic of HFMD in Qiandongnan area of Guizhou
Province, China,2017-2020
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Table 3 Pathogen spectrum distribution of severe HFMD
in Qiandongnan area of Guizhou Province,China,2017-2020
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Fig.2 Monthly distribution of laboratory-confirmed HFMD samples with
pathogenic spectrum and positive samples in Qiandongnan area
of Guizhou province, China,2017-2020
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