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The relationship between HPYV infection on vaginal microecological imbalance and the expression of miR-
146a and miR-155

LI Xiao-1i, XING Xiu-yue, WEN Lin-yan (Obstetrics and Gynecology Department ,Qionghai People’s Hospital s
Qionghai ,Guangdong 571400,China) ***

Objective To analyze the relationship between high-risk human papilloma virus (HPV) infection and the
expression levels of microRNA-146a (miR-146a) and microRNA-155 (miR-155) in cervical exfoliated cells and the vaginal
microecological imbalance. Methods A total of 186 patients who were treated in our hospital due to cervicitis were se-
lected as the research objects. All of them were tested for HPV. According to whether they were infected with high-risk
HPV.they were divided into 112 cases of control group (negative high-risk HPV) and 74 cases of observation group (pos-
itive high-risk HPV). The subtypes of HPV infection in patients were detected.the vaginal microecological changes and
the vaginal microecological balance were compared between the two groups, fluorescence quantitative PCR (qRT-PCR)
method was used to detect the levels of miR-146a and miR-155 of cervical exfoliated cells in the two groups. Spearman
method was used to analyze the correlation between high-risk HPV infection and the expression levels of miR-146a, miR-
155 in cervical exfoliated cells and vaginal microecological imbalance,and the correlation between cervical cell miR-146a,
miR-155 levels and vaginal microecological changes.  Results Among the included research subjects, HPV16 subtype
had the highest detection rate of HPV infection, accounting for 56. 76 % , followed by HPV18, accounting for 18. 92%.
The severity of cervical lesions, the rate of vaginal microecological imbalance(63. 51%) , the positive rates of chlamydia
(21. 62%) and Ureaplasmaurealyticum (79. 73%) , bacterial vaginitis (33. 78%), the abnormal rate of lactobacillus
(31.08%) »and the levels of miR-146a(1. 58+0. 33)and miR-155(1.47=0. 31) in cervical exfoliated cells in the observa-
tion group were higher than those in the control group (16.07 % ,6.25% ,44.64% ,11.61%,5.36%,1.0140.05,1. 024+

0.07)(P<C0. 05) ,there was no significant difference in the positive rates of mycoplasma, trichomoniasis and mold between
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the two groups(P >0, 05). High-risk HPV infection was positively correlated with the levels of cervical exfoliated cells

miR-146a, miR-155, the positive rates of chlamydia and Ureaplasmaurealyticum, bacterial vaginitis,and the abnormal rate

of lactobacilli (r=0.415,0.376,0.307,0. 324,0.312,0.341,P<C0.05). The levels of miR-146a and miR-155 in cervical

exfoliated cells were positively correlated with the positive rates of chlamydia(»=0. 304,0. 312) and Ureaplasmaurealytic-

um(r=0. 315,0. 328) , bacterial vaginitis(=0. 319.,0. 320),and abnormal rate of lactobacilli(» =0. 346,0. 357) (P <<

0.05). Conclusion

High-risk HPV infection can aggravate the vaginal microecological environment disorder, increase

the expression levels of miR-146a and miR-155 in cervical exfoliated cells,and increase the severity of cervical lesions.

[Key words]) human papilloma virus infection; microRNA-146a; microRNA-155; vaginal microecological imbalance
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Table 1 Primer sequences of miR-146a,miR-155
and internal reference U6
KK L5453 TSI (53"
Gene Upstream primer(5'-3") Downstream primer (5'-3")
miR-146a  CACGGACCTGAAGAACACTGG ~ AGAAATGAAATTAGAACACACATCAATCC
miR-155  TTAATGCTAATCGTGAAG ACCTGAGAGTAGACCAGA

Us CTCGCTTCGGCAGCACATATACT — CGCTTCACGAATTTGCGTGT

2.5 it F ot SR SPSS 24. 0 B4R ab AL .
R, W miR-146a. miR-155 K 2 ) (2 £ 5) il
W LRSI AEA ¢ K T ECEER DAL (V0 THE A
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TXFRRZH (35 P <C0. 05) 5 SR i 1 S 75 T B PR 4 22
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Table 2 High risk HPV infection in subjects

HPV W %I 1511 %% I B V0

HPV subtype No. of cases Composition ratio

HPV16 42 56. 76
HPV18 14 18.92
HPV31 4 5.41
HPV33 3 4,05
HPV51 3 4,05
HPV52 6 8. 11
HPV53 2 2.70
A1t Total 74 100. 00
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Table 3 Comparison of general data between the two groups
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Table 4 Comparison of vaginal microecology between the two groups
1511 % [99 32 i A 2 O A firt ik 4 T FLRRFF T
215 No. Vaginal BAEIN AR A4 i I7Q5RES I [ 18 4 S
Group of microecological Mycoplasma Chlamydia Trichomonad Ureaplasma Mould Bacterial Lactobacill
cases imbalance urealyticum vaginitis us abnormality
Xof I 2 112 18(16.07) 23(20. 54) 7(6.25) 11(9.82) 50(44. 64) 14(12.500  13(11.61) 6(5.36)
WLEE AL 74 47(63.51) 18(24. 32) 16(21.62) 6(8.11) 59(79.73) 13(17.57) 25(33.78) 23(31.08)
t 18 - 44.116 0.372 9.716 0.158 22.612 0.922 13. 481 22.405
P {4 - 0. 000 0.542 0.002 0.691 0. 000 0. 337 0. 000 0. 000
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Table 5 Comparison of miR-146a and miR-155 levels in cervical
exfoliated cells between the two groups

2 51 151 %% miR-146a miR-155
Group No. of cases (r+ts) (rts)
Xf HE 2 112 1.0140.05 1.0240.07
W% 20 74 1.58+0.33 1.4740. 31

t i - 17.994 14. 820
P14 - 0. 000 0. 000
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Table 6 Correlation between high-risk HPV infection and the levels

of miR-146a,miR-155 in cervical exfoliated cells and vaginal
microecological changes

el 2

Index r P
miR-146a 0.415 0. 000
miR-155 0.376 0. 000

A i R 0.307 0.002

it IR R S5 A% 0.324 0.001
2 7 1 B T ¢ 0.312 0. 002
FLERAT 7 5+ 0.341 0. 000
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B3 B4 K 1 4
Table 7 Correlation between the levels of miR-146a and
miR-155 in cervical exfoliated cells and vaginal microecological changes

e bR miR-146a miR-155
Index r P r P
A5 A 0. 304 0.001 0.312 0.002
i TR JOR JA A 0.315 0. 000 0.328 0. 000
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FLIRAT B8 57 0. 346 0. 000 0. 357 0. 000
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