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Correlation analysis of peripheral blood miR-31 and Th22 cell levels in patients with viral myocarditis
CHEN Ce,PENG Jian-jun,ZHAO Bo,FAN Yong-yan (Department of Cardiology sBeijing Shijitan Hospi-
tal sCapital Medical University »Beijing 100038, China)

Objective To detect the changes of microRNA-31 (miR-31) ,helper T 22 (Th22) cells and interleukin-22
(IL-22) in peripheral blood of patients with viral myocarditis (VMC) ,and to explore the correlation between miR-31 and
Th22 cell level. Methods From January 2020 to June 2021,125 patients with VMC in our hospital were selected as the
VMC group. According to the left ventricular ejection fraction (LVEF) ,they were grouped into mild group (52 cases) .
moderate group (52 cases) and the severe group (21 cases) sand the control group included 125 healthy volunteers. 5 ml
of peripheral blood sample was collected and mononuclear cells were isolated, the expression level of miR-31 in peripheral
blood was detected by real-time fluorescence quantitative (qRT-PCR) technology. Th22 cell level was detected by flow
cytometry,the expression level of 1.-22 was detected by enzyme-linked immunosorbent assay, the differences in the ex-
pression levels of miR-31, Th22 cells and I1.-22 between the control group and the VMC group and different disease
groups were analyzed and compared;the correlation between the expression level of miR-31 in peripheral blood of VMC
group and the level of Th22 cells,I[.-22,and the level of Th22 cells and 11.-22 were analyzed. Results Compared with
the control group [(1.00+0,00),(0.78+0.22) %, (21. 69+ 3.50) pg/mL],the expression levels of miR-31 (1. 45+
0.32) ,Th22 cells [(2.0240.55) % ] and 11.-22 [ (33. 34=7. 44) pg/mlL] in peripheral blood of the VMC group were in-
creased (P <C0. 05) ; there were statistically significant differences in the expression levels of miR-31 [ (1. 35+0. 27),
(1.4740.32),(1.63£0.36) ], Th22 cells [(1.80£0.42) %,(2.024£0.51) %,(2.5540.57) %] and IL-22 [(30. 95+£
6.98) pg/mL,(33.96£7.00) pg/mL,(37.75+7.61) pg/mL] in peripheral blood of VMC patients in different disease
groups (P<C0.05) ,and the severe group~>moderate group_>mild group; the levels of miR-31 and Th22 cells in peripheral
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blood of VMC group were positively correlated with the expression of 11.-22 (+=0.599,P<C0.05;r=0. 635,P<C0. 05);

the expression level of miR-31 in peripheral blood of VMC group was obviously positively correlated with the level of

Th22 cells (r=0. 613, P<0.05).  Conclusion

The expression levels of miR-31, Th22 cells and 1L.-22 in peripheral

blood of VMC patients were obviously increased. MiR-31 may play a key role in the occurrence and development of VMC

by affecting Th22-mediated immune regulation.
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Fig. 1 Correlation Analysis of miR-31,Th22 cell levels
and 1L-22 levels in peripheral blood of VMC group
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