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Study on the correlation between the levels of IncRNA FGD5-AS1 and IncRNA FAS-AS1 in gingival
crevicular fluid and pathogenic bacteria infection and disease severity in patients with chronic
periodontitis

LIU Cong-hou', JIANG Feng-chuan®, GE Da-liang' (1. General Dental Department of Jianyang People’s
Hospital s Jianyang +Sichuan 641400,China ;2. De partment of Stomatology » Dazhu County People’s Hospital s Dazhou
Sichuan 635199 ,China)

Objective To investigate the expression of long non-coding RNA (LncRNA) FGD5-AS1 and LncRNA-
FAS-ASI in gingival crevicular fluid of patients with chronic periodontitis and their correlation with pathogenic bacteria
infection and severity of disease. ~ Methods A total of 168 patients with chronic periodontitis admitted to our hospital
from January 2020 to June 2022 were regarded as the study subjects (observation group) ,the patients were grouped into
mild group (74 cases), moderate group (51 cases) and severe group (43 cases) according to the severity of disease,
meantime, 150 healthy people were regarded as the control group. General data were collected,and the levels of IncRNA
FAS-ASI and IncRNA FGD5-AS1 in gingival crevicular fluid were compared; Pearson correlation was applied to analyze
the correlation between the expression of IncRNA FAS-AS1 and IncRNA FGD5-ASI in gingival crevicular fluid and
periodontal index and pathogenic bacteria infection; the diagnostic value of the levels of IncRNA FAS-AS1 and IncRNA

FGD5-ASI in patients with chronic periodontitis was evaluated by the receiver operating characteristic (ROC) curve.
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Results The expression levels of IncRNA FAS-AS1 (0. 64+0. 15) and IncRNA FGD5-AS1 (0. 52+0. 14) in gingival

crevicular fluid of patients in the observation group were lower than those in the control group [(1.01+0.18),(1.09+
0.25)],and the levels of PD, AL, PLI and SBI were obviously higher than those in the control group (P <C0. 05);the
levels of IncRNA FAS-AS1 and IncRNA FGD5-ASI in gingival crevicular fluid decreased with the aggravation of the
disease, the expression levels of IncRNA FAS-AS1 (0. 4140. 10) and IncRNA FGD5-AS1 (0. 29 +0. 12) in gingival
crevicular fluid of patients with chronic periodontitis in severe group were lower than those in mild group [(0.79+0.17),
(0.6740.15)] and moderate group [ (0. 6240.15),(0. 51 £0. 14) ], the expression levels of IncRNA FAS-AS1 and
IncRNA FGD5-ASI in gingival crevicular fluid of patients in the moderate group were lower than those in the mild group
(P <C0. 05) ;249 pathogenic strains were detected in the observation group and 37 in the control group. The detection rates
of Porphyromonas gingivalis ,Actinobacillus actinomycetem comitans and Bacteroides forsythus in the observation group
were higher than those in the control group (P <C0. 05) ; Pearson correlation analysis showed that the binomial correlation
coefficient between the expression levels of IncRNA FAS-AS1, IncRNA FGD5-ASI1 in gingival crevicular fluid and the
occurrence of bacterial infection in patients with chronic periodontitis was -0. 782 and -0. 713, respectively (P <C0. 05) ;the
expression of IncRNA FGD5-AS1 and IncRNA FAS-ASI1 in gingival crevicular fluid of patients with chronic periodontitis
was negatively correlated with PD, AL,PLI and SBI (P <C0. 05) ; the ROC curve results showed that the area under the
curve (AUC) of patients with chronic periodontitis diagnosed by the levels of IncRNA FAS-ASI and IncRNA FGD5-AS1
in gingival crevicular fluid was 0. 914 and 0. 890, respectively, the AUC of combined diagnosis was 0. 950, which was
higher than that of single index diagnosis (P <C0.05). Conclusion The expression of IncRNA FAS-ASI and IncRNA
FGD5-ASI in gingival crevicular fluid of patients with chronic periodontitis are decreased. The combined detection of the
two has certain diagnostic value for patients with chronic periodontitis,and is closely related to the severity of disease and
the occurrence of pathogenic bacteria infection.

QIO B chronic periodontitis; long non-coding RNA FAS-ASI; long non-coding RNA FGD5-AS1; severity of

disease; pathogenic bacteria infection
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and control group
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AR R 111 66.07 15 10,00 69,563 0.000
FERA AT 53 31,55 12 8.00 27,020 0.000
WREHE 85 50, 60 10 6.67 72,995 0.000
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Table 4 Correlation analysis of IncRNA FAS-AS1,IncRNA
FGD5-AS1 and periodontal clinical indicators
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PD -0.493 0. 000 -0.623 0. 000
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SBI -0. 589 0. 000 -0. 498 0. 000
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Fig. 1 Evaluation curve of IncRNA FAS-AS1 and IncRNA
FGD5-AS1 ROC in gingival crevicular fluid of chronic periodontitis
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