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U B In recent years,with the use of antibiotics,the widespread emergence of antibiotic-resistant bacteria has se-

riously threatened global human health and development. Phages,as viruses that can kill bacteria,are considered an effec-

tive way to tackle bacterial resistance. Phages infect bacteria by adsorbing and binding to specific receptors on the surface

of the host bacteria.and finally injecting the genome into the bacteria. An in-depth understanding of its mechanism of ac-

tion is important for studying the interaction between phage and host bacteria. In this paper, relevant researches at home

and abroad are comprehensively reviewed,and the types and binding methods of phage ligands and receptors are reviewed,

so as to provide reference for future phage related research.
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Table 1 Phage receptors for some Gram-positive bacteria

I T A i TG E Z Ak 22 ik
Phage Species Main host Receptor References
I A Ay M2
L e e T e e 2 ERERR N S AL IR E A e [18]
SPP1 KB W AR il B2 AT T YueB fr 5 A AT 025 4 Bapflsta Catarina ,200?
Jakutyte Lina, 2012
gy Sl s 20 B UK T T B LS A R E FLBE S Dupont Kitt, 2004
2 h MI3 kh L K g ! FL 1R 3L 5 . . N . ,
¢ h RHRIRIER  AMARE oy it 055 PIP AT 04 A Monteville Marshall R, 1994
P35 Bielmann Regula,Z()lSEG]
Al118 2 e B AR TR TR RSN N- 2 Tk 2 32 ) 76 Wendlinger Gunther, 19962
A500 Habann Matthias. 2014
I ;. JE— Nir-Paz Ran,2012%%
A511 UL FE e e N- 2 B S S A A 1 er e o
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Table 2 Phage receptors for some Gram-negative bacteria
UAZRES il FEEE Z Ik 2% ik
Phage Species Main host Receptor References
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SSU5 KR8 W A (AR WITRE LPS f 5305 (9 4% 10 52 % IX 45k Kim Minsik,2014"%
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Gifsy-1 " e | Yl e . ’
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SPC35 KR8 W A (AR WITRE BB K& O12 Ciiin Kim Minsik,20125]
¢80 R A R R PN 7R T FhuA % TonB Killmann Helmut,2001 =%
T1 K g T AR KW 35 75 1 FhuA X TonB Killmann Helmut, 20015
. P :35]
T2 LR Mt EN S LPS.OmpF ,FadL Kim Minsik, 20127
Trojet SN,2011-
R Kl A B LPS & OmpC ) .
T4 JUL R W T A R el K12 LPS J% OmpC Islam Mohammad Z,2019
. PN RS . Killmann Helmut,20015%
T5 <2 M A b re O $ K FhuA
° U WK " Kulikov Eugene E,2019"%"
Té6 JUL R Wk R A K A Tsx K& OmpA Trojet Sabrina N, 2011
A KR W T AR K 4 7 LamB Kim Minsik,20125]
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KT28 e U , 5
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LTA BB 5 2 A ) 78 5 1 5% i v iR R 5 LTA W J i 5k
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VLo i 2 5% A 38 0 RT i 2 LA TG A e TR 4R AZ 4 1 R S 1 R AR
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LR TR W T R T L B A CWPS T R 42 B L BR T v T
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P35 P A PTPESS L ULBH WTA AT il th 2 2 7 4 T 5% 0 g 0k 1
PRI R, HRMEE AR A5 7T LIS 2287 45 B SV4 1 SV6
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AN EE A5y AN —Fh R L5 R R T A B BB b, &
A R P A R A Ak T
20T e s 7\ R R BB JR AR B 1) U R AR SR A L Sk G e A e
FH B MR ZR T LPS P38 A1 A1 3 1 7 AN A% 0 350 07 7R Ol 32 1k
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JEFE T BT A © 000 (45 TR R T L PR ssRINA I T 4 1)
ZH L OmEAHES.
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W 23 Ceryo-ET) & BUE e 04§ 6 58 25 S W Bf e o {4 , Ot
B 55 B 77 10 A AR K O R L X AN B A ¥ B IE 15 S L
SR T 41 5 B B, R B AR B b % I TR AR R R R 4
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O HUF (7 ABER O Hrh LU 1 BeuB R Z AR 1 1T R B
WA A AT LU K R A T RS BRI Y T
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JUL 8 Wk T R R 40 T A7 4 =2 [ 8 /0 A R A L A A O K
T A T4 0 A UL R W R A A A K S R Rl AR 4, Y LTF
W% R A 2 1 2% TR0 B 43 40 56 R 4T 4k (Short tail fiber, STF) & i 7
5 4% STF J& T I L2 A 45 & 76 40 B 28 0, 3 3 W B 4k T4
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WO 2 A 7E AN R L AR AE I B R P bl P B> STEF, F
g1 LTF 575 & LPS Ml 0 28445,

KI5 75 T B9 O Bt Jw] DUGR 37 AT 2% T8 5 14 74 ) RBP

TR A R T A b A R R Y O W 5 A T DR R T — 2
W T T LA B A S PR A9 RBP 235 LPS T 575 £ M B
FEHT B0 Wi A 1A T 8 23 48 5 — R SR O B JE0 T A B A e A1)
) RBP, —$6 IR TR 1A T5 28 oL W3 187 14 L J — 6 < J &F 4 03
PR 23 SR SBUR — 7 5 s 2 75 % B B, (0L — 350 40 Ja 2 & Mk e 7
A, I3 A BN M A RBP BEf# O BB, 9F 77 25 15 5 005 I B4 44
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TG L {H X I A AR A R O B Y g IE A 2 SR 2
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4 7
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