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Detection level and significance of miR-144/451 in sputum of patients with active pulmonary tuberculosis
JING Xiao-ting' s YANG Shou-gui* , GAO Ying’ ,CHEN Mo',LONG Hai’ (1. Department of Respirato-
ry and Critical Care Medicine »Guivyang Public Health Treatment Center Guiyang »Guizhou 550002, China ;2. Tuber-

culosis sGuiyang Public Health Treatment Center ;3. Infectious Diseases sGuiyang Public Health Treatment Center)

Objective To study the expression levels of microRNA-144 (miR-144) and microRNA-451 (miR-451) in
the sputum of pulmonary tuberculosis patients,and to explore the relationship between the two and mycobacterium tuber-
culosis secreted protein (TBAg) in sputum of pulmonary tuberculosis patients and its clinical significance. ~Methods A
total of 88 patients with active pulmonary tuberculosis admitted to our hospital from January 2019 to January 2021 were
selected as the research objects (tuberculosis group) sand another 90 healthy patients who had undergone physical exami-
nation in the hospital were selected as the control group. Real-time fluorescent quantitative PCR method was used to de-
tect the levels of miR-144 and miR-451 in sputum.enzyme-linked immunosorbent assay (ELISA) was used to measure the
levels of interleukin 6 (IL-6),tumor necrosis factor « (TNF-a) and interferon ¥ (IFN-Y) in serum;the receiver operating
characteristic (ROC) curve was used to evaluate the value of sputum miR-144 and miR-451 levels in predicting active pul-
monary tuberculosis. Results Compared with the control group,the levels of miR-144 [ (3. 05 0. 86) ws (1.02 0.30)]
in the sputum of the tuberculosis group increased (P<C0. 05) ,the levels of miR-451 [ (0. 45 0.16) ws (1.01 0.21) ] in the
sputum of the tuberculosis group decreased (P<C0. 05) ;and the levels of IFN-y [(39. 24410, 18) vs (11. 08+£3. 89) Jpg/
ml, TNF-a [ (27.094+7.69) ws (5.11=£1.13) Jpg/ml and IL-6 [(23.08£6.07) ws (3.17+1.03) Jpg/ml in the serum in-
creased (P<C0. 05),compared with TBAg-negative patients, TBAg-positive patients had a higher level of miR-144 [ (3. 48
40.88) ws (2.78£0.67)] in the sputum (P<C0.05) and a lower level of miR-451[(0.39£0.12) vs (0.55+0.14)] (P
<C0. 05) ;the ROC curve showed that the AUC of miR-144 combined with miR-451 in sputum to predict active tuberculo-
sis was 0. 926,and its sensitivity and specificity were 98. 90% and 72. 20% , respectively.  Conclusion The expression

levels of miR-144 in the sputum of patients with active pulmonary tuberculosis are up-regulated, the expression levels of
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miR-451 in the sputum of patients with active pulmonary tuberculosis are down-regulated. The combined detection of

miR-144 and miR-451 can improve the predictive value of active pulmonary tuberculosis.

[Key words] active pulmonary tuberculosis; microRNA-144 ; microRNA-451; sputum ; predictive value
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Fig. 1 The ROC curve of miR-144 and miR-451 levels in sputum
predicting active tuberculosis
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