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(CNIREY | Objective  We construct the recombinant Echinococcus multilocularus calreticulin (rEmCRT) protein by

prokaryotic expression and identify its immunological function primarily. Methods cDNA from E. multilocularus ves-
icles was used as the template to amplify Emcrt gene by PCR and the amplification products were then subcloned into the
pGEX-4T-2 plasmid to construct recombinant plasmids pGEX-4T-2-EmCRT. After PCR amplification, restriction en-
zymes digestion and sequence, the recombinant plasmid was transformed into BL21 (DE3) and expressed by isopropyl-$-d-
thiogalactoside (IPTG) induction. The expression of rEmCRT was detected by 10% SDS-PAGE and Western blot.  Re-
sults The recombinant plasmid pGEX-4T-2-EmCRT was transformed into BL21 after it was successfully constructed,
and then the recombinant protein rEm CRT was induced to express by IPTG and purified. We obtained the soluble recom-
binant protein rEm CRT which has a higher purity and the molecular weight was about 72 ku (including the expression
vector sequence). The rEmCRT was stained blue by Stains all indicating that its calcium-binding feature. Immunological
characterization showed that rEmCRT was a highly immunogenic antigen.  Conclusion The recombinant Echinococcus
multilocularus calreticulin (rEmCRT) was expressed successfully and it has immunological function which provide an im-
portant theoretical basis for the diagnosis of echinococcosis and the development of anti-echinococcosis vaccines.
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Fig. 2 Identification of the recombinant plasmids by PCR and

restriction enzyme and sequencing results
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4T-2 2 Uninduced E. coli lysate (pGEX-4T-2-EmCRT) 3
IPTG-induced E. coli lysate (pGEX-4T-2-EmCRT). (The arrow de-
notes the expression protein) B Solubility analysis of recombinant
protein M  Standard protein marker 1 Uninduced E. coli lysate
(pGEX-4T-2-EmCRT) 2 IPTG-induced E. coli lysate (pGEX-4T-
2-EmCRT) 3 Soluble composition of induced E. coli lysate 4 In-
soluble composition of induced E. coli lysate. (The arrow denotes the
expression protein)
Fig. 3 SDS-PAGE analysis of the rEm-CRT induced by IPTG
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Fig. 4 SDS-PAGE analysis and Western blot analysis
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Fig. 6 The antigenicity ofrEm CRT by Western blot
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